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3 <110> APPLICANT: Hutton, John C. 

4 O'Brien, Richard 

5 Davidson, Howard 

6 Hackl, Seija 

8 <120> TITLE OF INVENTION: Use of Islet Glucose -6- Phosphatase Related Protein as a 
Diagnostic Tool 

9 and Therapeutic Target for Autoimmune Diabetes 
11 <130> FILE REFERENCE: 2848-56-PCT 

C--> 13 <140> CURRENT APPLICATION NUMBER: US/10/573,280 
C--> 13 <141> CURRENT FILING DATE? 200*5 03-22 
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16 <160> NUMBER OF SEQ ID NOS : 7 
18 <170> SOFTWARE: Patent In version 3.1 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 1068 

22 <212> TYPE: DNA 

23 <213> ORGANISM: Homo sapiens 
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293 Leu Leu Arg Leu Phe Gly lie Asp Leu Leu Trp Ser Val Pro lie Ala 

294 225 230 235 

2 96 aaa aag tgg tgt gec aac cca gac tgg ate cac att gac age acg cct 827 

297 Lys Lys Trp Cys Ala Asn Pro Asp Trp lie His lie Asp Ser Thr Pro 

298 240 245 250 255 

300 ttt get gga etc gtg aga aac etc ggg gtc etc ttt ggc ttg ggt ttc 875 

301 Phe Ala Gly Leu Val Arg Asn Leu Gly Val Leu Phe Gly Leu Gly Phe 

302 260 265 270 

304 gec ate aac tea gaa atg ttc ctt egg age tgc cag gga gaa aat ggc 923 

3 05 Ala lie Asn Ser Glu Met Phe Leu Arg Ser Cys Gin Gly Glu Asn Gly 
306 275 280 285 

3 08 acc aag ccg age ttc cgc ttg etc tgt get ctg acc tea ctg acc aca 971 

3 09 Thr Lys Pro Ser Phe Arg Leu Leu Cys Ala Leu Thr Ser Leu Thr Thr 

310 290 .;. ... 295 . .300 * ../•. r k 

312 atg caa ctt cat cgc ttc ate aag ate ccg act cac gcg gaa cct tta lOl^ 

313 Met Gin Leu Tyr Arg Phe lie Lys lie Pro Thr His Ala Glu Pro Leu 

314 305 310 315 

316 ttt tac ctg ttg tct ttc tgt aaa agt gcg tec ate ccc ctg atg gtg 1067 

317 Phe Tyr Leu Leu Ser Phe Cys Lys Ser Ala Ser lie Pro Leu Met Val 

318 320 325 330 335 

320 gtg get eta att ccc tac tgt gta cat atg tta atg aga ccc ggt gac 1115 

321 Val Ala Leu lie Pro Tyr Cys Val His Met Leu Met Arg Pro Gly Asp 

322 340 345 350 

324 aag aag act aaa tagagctgea gtgccctgtg gtctgaggat cacctacttt 1167 

325 Lys Lys Thr Lys 

326 355 

328 ctgttttcct caatagagee acagcacaga gactgggagc gtctctacag aggtcacacc 1227 
330 atgatgacca aaggtcctgc tccacccaca gacatgttta gtctgettte caagtggcat 1287 
332 ttaaaaaata acagtattta accagaaagt ccatattttc ttgacaaaac tgacaatacg 1347 
334 gtaacatatg agagatggta taacccatgt aaagacagtt gacaggggct ggatgettae 1407 
336 attccagtta gcagaaagac tccttctaat catagtattt agcagtcaac aaaaccccca 1467 
3 38 ggagctgatg tttctatcat cttaaagtct ggctacttca ggctcctgtg gaccacttag 152 7 
340 aagtgaccac ggtctacttt tacttttagg agtcaattct ttcaaaattc tcatgtatca 1587 
342 gataaggaaa tagaggtttg ttcagatcaa gtaacttgac tgtaatagtg cagggttgaa 1647 
344 accagagttg gaacacaagg cttctgatac atatatctct ataagaatgc tttctttctt 1707 
346 tctttttagg gagttaaaaa aaaagagcaa atgcatgtat ttaaaatcta tgtttgccat 1767 
348 ctaaaacacc catcttttca gaaatggcat tggaatgeta cattctgett gaettatget 1827 
350 cagagtacag tgtcttttcc aggctagcaa tggctgtata tatttcaata aacgetgetg 1887 
352 aaaacaaccc actg 1901 

355 <210> SEQ ID NO: 4 

356 <211> LENGTH: 355 

357 <212> TYPE: PRT 

358 <213> ORGANISM: Mus musculus 
360 <400> SEQUENCE: 4 



file://C:\CRF4\Outhold\VsrJ573280.htm 



4/4/2006 



Page 6 of 8 



RAW SEQUENCE LISTING ERROR SUMMARY DATE: 04/04/2006 

PATENT APPLICATION: US/10/573 , 280 TIME: 10:40:43 

Input Set : N:\DA\pto.da.txt 

Output Set: N:\CRF4\04042006\J573280.raw 

Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure thaty'a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:5; Xaa Pos . 2,5,10,13 1/ 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/573 , 280 



DATE: 04/04/2006 
TIME: 10:40:43 



Input Set : N:\DA\pto.da.txt 

Output Set: N:\CRF4\04042006\J573280.raw 



L:13 M:270 C: Current Application Number differs, Replaced Current Application No 
L:13 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:30 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 1, Line# : 28 
L:233 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 3 , Line# : 231 
L:485 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:5 after pos . : 0 
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